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Using PCR analysis of the mitochondrial 16S rRNA partial sequence
to identify Genus Anguilla other than Japanese eel (Anguilla japonica)
in Taiwan
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FIR-80CHiH -

3. mtDNA 16S rRNA 7 PCR s @ i Sk [T L1854: 5°- AAACCTCGTACCTTTTGCAT-3’
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1 ABgTEEAEL NCBI ZHE 16S rRNA 5 Eef51(4) 850 bp).2 85 51 G
AM (NCBI accession No. AP007239) & M1~3:A. marmorata, AB (NCBI accession No. AP007239) & B1~3: A. bicolor pacifica, AL (NCBI accession No.
AP007239) & L1~3: A. luzonensis

0000111111111 2 2333 333333334444 455550551516 778 8
33396 6 7 77 88 919 455556 7 77882255 7125%6¢67747901
68 9 3 78 7 89197 087 12 3 46259130862 4390¢6 4912 3 825 3 4

AM ACACCGATTAACGCAGCAGACACTCGCCCT- - ATCC CAAAAA

M1

M2

M3 A

AB T - - T T - - - G G A A G T CTA T A CC ATG

BL T - - T T - - - G G A A G TOC C A T A CC AT G -

B2 T - - T T - - - G G G A A G TOC CTA T A CC ATG

B3 T - - T T - - - G G A A G TOC C A T A CC AT G -

AL T A . C A G A T CT T T CAC cCT T

L1 T A . C A G A T CT T T CAC cCT T

L2 T T A C AT A T AT T T CAC C T

L3 T A . C T A G A T T C T T T CAC cCT T
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Species No. of vertebrae ADL/%TL reference
A. marmorata 100~110 16.3 FISHBASE
A. bicolor pacifica 107~110 0.2 Tzeng & Tabeta, (1981)
A. luzonensis 103~107 10.4 Watanabe et al., (2009)
A. celebesensis 101~110 10.1 (1982)
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